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Thermally-assisted collision-induced dissociation can substantially increase the amount of dissociation in
quadrupole ion trap mass spectrometer experiments. The experiments discussed here were performed
to assess the effect on dissociation pathways as the bath gas temperature is increased in thermally-
assisted collision-induced dissociation (TA-CID) experiments. Double resonance experiments in which a
product ion was ejected during collision-induced dissociation of the parent ion provided data to asses
competitive versus consecutive dissociation pathways. Consecutive dissociation pathways are indicated
when lower mass product ions decrease in intensity when a higher mass product ion is ejected during
CID. For the peptide ions studied, those that dissociate to give predominately N-terminal product ions
show increased consecutive dissociation with increased temperature during TA-CID. For peptide ions
that dissociate via formation of C-terminal product ions, competitive dissociation pathways were more
prevalent and increasing the temperature had much less effect. N-terminal product ions consecutively
dissociate to smaller N-terminal ions whereas C-terminal product ions dissociate to internal fragments.
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1. Introduction

Quadrupole ion trap mass spectrometers (QITMS) are well
known for their high efficiency for tandem mass spectrometry
(MS/MS) experiments. Over the years QITMS have become one of
the most commonly used instruments for peptide sequencing. The
multistage MS/MS (MS") capabilities [1-3] of the QITMS offer an
important advantage over other mass spectrometers for peptide
ion dissociation pathway analysis via collision-induced dissocia-
tion (CID). Parent ions are resonantly excited, which increases their
kinetic energy to effect CID. They collide with the bath gas and ion
kinetic energy is converted to ion internal energy. As long as the ion
reaches the critical energy of dissociation before the ion’s kinetic
energy exceeds the trapping well and the ion is resonantly ejected,
the parent ion can dissociate into product ions. A balance must
exist between resonance excitation and resonance ejection as an
ion’s motion must be small enough to remain in the ion trap but
increased enough so that the kinetic energy to internal energy con-
version caninduce ion dissociation [4]. Productions that are formed
are not in resonance with the applied voltage and thus undergo lit-
tle further activation and in fact lose internal energy from collisions
with the bath gas [5-7]. A result of this collisional activation pro-
cess is that while the overall efficiency of dissociation of the parent
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ion is typically high, the number of product ions of different mass-
to-charge that are formed is often limited, especially in contrast to
beam instruments such as triple quadrupoles or quadrupole/time-
of-flight instruments. This can be good for the study of dissociation
pathways, but can limit the structural information obtained from
unknowns. MS" experiments can help improve peptide identifica-
tion [8].

A product ion can be formed by one of two general processes:
either directly from the parent ion or via sequential (consecutive)
dissociation. Consecutive dissociation is a process in which a prod-
uction, Py, in the MS/MS spectrum is formed from another product
ion, P1, which has been formed with excess internal energy. This
is in contrast to competitive dissociation that occurs when prod-
uct ion P, is formed directly from the parent ion, as is product
ion P;. It has been well documented that b, ions are prominent
in most peptide CID spectra and readily fragment to form a, ions
(corresponding to the loss of CO from the b ion) and b,,_; ions [9].
Other studies have found that lower b,,_q ions arise from direct
dissociation of by, ions only 50% of the time [10].

A unique experiment which ion trapping instruments are capa-
ble of that further enhances the study of dissociation pathways is
selective ejection of a specific product ion simultaneous with CID
of the parent ion [11], a so-called “double resonance” experiment.
The other product ions are not directly affected if they are not too
near the mass-to-charge of the ion being ejected because they are
not in resonance with either the voltage used to excite the par-
ent ion or eject the specific product ion. However, intensities of
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other product ions can be indirectly affected by the ejection of the
selected product ion if the ejected product ion is an intermedi-
ate in the dissociation pathway [11]. Thus, a change in intensity
of a product ion not in resonance provides information about the
dissociation pathway. In fact, double resonance experiments have
verified the existence of unobserved intermediate ions in the for-
mation of product ions [11]. Other experiments have shown that
b,-NHj3 and a,-NH3 ions are not consecutive dissociation products
of b, and a; ions but instead result directly from the dissociation
of the [M+H—-NH3]* ion [12].

Peptide fragmentation may be influenced by the basicity or
acidity of the amino acids [13,14] or the nature of the cation-
izing species [15-18]. For example, enhanced cleavage occurs at
aspartic acid residues [15,19,20] and protonated histidine [12,21]
residues while the presence of proline has been found to specif-
ically enhance N-terminal cleavage [22-25]. Additionally, it has
been shown that the dissociation of analogs of the peptide YGGFL to
the a4 product ion depends on the nature of the fourth amino acid
[10]. Though b, ions have been found to favorably dissociate fur-
ther to a, and lower mass-to-charge b, product ions, C-terminus
fragmentation involves separate pathways for y4, y3 and y, ions
[26]. Multiple-resonance CID was used to establish the low-energy
sequential decomposition pathways of YGGFL [26]. The y ions in
this peptide dissociated to form internal ions instead of the lower
mass-to-charge y ions.

Statistical and theoretical techniques have also been used to
analyze peptide ion fragmentation pathways. A kinetic model has
been created for the purpose of evaluating the fragmentation pro-
cess that simulates the low-energy collision-induced dissociation
spectra of peptides dissociated in a quadrupole ion trap [27]. Addi-
tionally, the statistical test of equivalent pathways (STEP) analysis
uses the ion abundance of product ions in two MS/MS spectra to
calculate a ratio that can be used to determine whether a product
ion has been formed competitively or consecutively [28].

In the QITMS the bath gas also affects fragmentation pathways
[4,29-32]. The bath gas in the trapping volume serves two purposes.
The primary purpose is to collisionally cool the ions’ kinetic energy.
Decreasing the kinetic energy of the ions focuses them toward the
center of the trapping volume. This improves resolution and sensi-
tivity [33]. In addition to the kinetic cooling, collisional cooling can
also decrease the internal energy of an ion [6,7]. This can reduce
the dissociation of ions in MS/MS experiments [31,34]. The second
purpose of the bath gas is to serve as the target in CID. An ion’s
kinetic energy can be increased via resonance excitation and then
can be converted to internal energy in a collision with the bath gas.
This is just the opposite of collisional cooling. Several studies have
shown that using heavier bath gases (such as argon) increases the
amount of internal energy that is deposited in the parention leading
to much more dissociation [4,29,30]. This is a result of more effec-
tive conversion of kinetic energy to internal energy with increasing
mass of the target. It has been suggested that the observation of
many low mass-to-charge ions in the MS/MS spectra indicate a
propensity for consecutive dissociation when heavier bath gases
are used [30].

Furthermore, the bath gas temperature can affect the appear-
ance of the mass spectra by either determining the kinetics for
the first-generation product ion cooling or by thermally activating
the dissociation of first and subsequent generation product ions
[31,32]. The extent to which the temperature of the bath gas is able
to affect the dissociation pathways is largely dependent upon the
difference in the ion’s internal energy and the temperature of the
bath gas.

Thermally-assisted collision-induced dissociation (TA-CID) can
be used to access additional dissociation pathways that are inacces-
sible at ambient temperatures [35]. When the bath gas temperature
is elevated, the parent ions have more initial internal energy as

a result of effectively being in thermal equilibrium with the bath
gas. With more initial internal energy the dissociation efficiency of
the parent ion is increased under equivalent CID conditions used
at ambient temperature, resulting in more structural information
[35].

Clearly, peptide fragmentation pathways are complicated.
Because the dissociation pathways that are observed depend upon
the amount of internal energy in the parent ion and the rate of
collisional cooling of the product ions, the type of product ions
that are seen and the relative abundances of these product ions
can be expected to vary when different bath gas temperatures
are employed. It has already been shown that more product ions
are observed when TA-CID is used [35]. However, it has not been
studied how these product ions are formed, i.e., which dissocia-
tion pathways increase with changes in temperature. In this work,
we analyze the changing competitive and consecutive dissociation
pathways in three different peptides at three different bath gas
temperatures. Understanding the dissociation pathways that are
accessed by increasing the thermal energy may allow algorithms
to be developed that would increase the confidence of identifi-
cation similar to that obtained by doing multiple stages of mass
spectrometry [8].

2. Experimental
2.1. Materials

Three peptides were chosen for analysis and used without fur-
ther purification. YGGFL was obtained from Sigma. FLLVPLG was
synthesized by Bayer Corp. LLFGYPVYV was synthesized in the
Department of Biochemistry at the University of North Carolina at
Chapel Hill. All three peptides were dissolved in 75/20/5 percent
methanol/water/acetic acid to a concentration of 100 WM.

2.2. Mass spectrometry

Experiments were performed in a customized Finnigan
quadrupole ion trap mass spectrometer with a custom nano-
electrospray source. Helium was used as the bath gas and kept
at a pressure 8.4 x 10~4Torr. The ion trap electrodes were heated
to 100°C and 160°C using a 1000-W stab-in bakeout heater as
described previously [34]. Experiments were also performed at
ambient temperature (30 °C). CID was performed at a parent ion q,
value of 0.25 and resonant excitation amplitudes of 140 mV, 280 mV
and 580 mV for YGGFL, FLLVPLG and LLFGYPVYV, respectively.

Dissociation pathways were analyzed by double resonance
experiments [10,11]. The parent ion of interest was isolated in the
quadrupole ion trap and resonantly excited and dissociated to gen-
erate product ions. During the resonant excitation of the parent ion,
one of the product ions was resonantly ejected. A stored waveform
inverse Fourier transform (SWIFT) waveform was built that encom-
passed a narrow range of frequencies to eject the first-generation
product ion during the parent ion dissociation event. This is called
the “double resonance” spectrum. The double resonance spectrum
was compared with one obtained in the normal operating mode,
i.e., without resonantly ejecting any product ion. To determine the
effect of the first-generation product ion ejection the intensity of
a product ion in the double resonance spectrum was divided by
the intensity of that same product ion in the CID spectrum and
then multiplied by 100. This value was subtracted from 100 to yield
the “percent decrease” for the product ion that resulted from the
ejection event. Dissociation pathway trees were created at each
temperature using the percent decreases of the product ions to
outline how the product ions dissociated on the time-scale of the
experiment to yield the final CID spectrum.
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To correct for the possibility that the first-generation product
ion dissociated before it was ejected, an MS3 type experiment was
performed. The first-generation product ion was isolated and then
resonantly ejected at the voltage used in the double resonance
experiment. The appearance of lower mass-to-charge product ions
showed if the first-generation product ion dissociated during the
ejection process. The ion intensities in this control experiment
were subtracted from the resonance ejection spectrum. In a second
experiment to assess the possibility of ejecting/exciting product
ions near the product ion being resonantly ejected an MS* type
experiment was performed. The first-generation product ion was
isolated and then dissociated in a conventional MS3. After the first-
generation product ion was dissociated a spectrum was collected.
Then the resonant ejection voltage used in the double resonance
experiment was applied and another spectrum was collected. Prod-
uct ions within a 15 mass-to-charge range on either side were
monitored for decreases in intensity. Any relative signal intensity
decrease (calculated from comparing these two control spectra)
was added to the resonance ejection spectrum. This control exper-
iment served to correct for the unintentional ejection of nearby
product ions when resonance ejection was applied to the first-
generation product ion.

3. Results and discussion

In Fig. 1a, the CID spectrum of YGGFL is shown. Fig. 1b is the dou-
ble resonance spectrum where the first-generation production, by,
has been resonantly ejected during CID of [M+H]*. In Fig. 1b, the
signal intensity of the a4 product ion is greatly reduced when the
b4 product ion is ejected during CID of the [M+H]* ion. This indi-
cates that most of the a4 product ion observed in Fig. 1a is formed
from the dissociation of protonated YGGFL to the b4 product ion
which consecutively dissociates to the a4 product ion, as previ-
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Fig. 1. YGGFL, 30°C (a) CID of YGGFL (b) CID of YGGFL and simultaneous ejection of
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Fig. 2. YGGFL, 30°C. First control experiment - ejection of the isolated b4 product
ion at 3000 mV.

ously reported [10]. The signal intensity of the b3 product ion is
only slightly reduced when the b4 product ion is ejected from the
spectrum. Therefore, the bz product ion is not primarily formed
from the consecutive dissociation of the b4 product ion; it is formed
directly from the protonated parent ion or by additional dissocia-
tion pathways that have not yet been characterized.

Two control experiments were done for each double resonance
experiment. The first control experiment corrects for the uninten-
tional dissociation of the resonantly ejected product ion. Ideally, a
resonantly ejected product ion should be completely ejected when
a resonance excitation voltage is applied to the endcaps at the
appropriate frequency. However, as can be seen in Fig. 2, when
the isolated b4 product ion is resonantly ejected using 3000 mV, a
small amount dissociates before it can be ejected, leading to the
lower mass-to-charge peaks observed in Fig. 2. This dissociation is
corrected for by subtracting the signal intensity observed in Fig. 2
from the resonance ejection spectrum shown in Fig. 1b.

The second control experiment corrects for the ejection of other
product ions near the product ion being resonantly ejected in the
double resonance spectrum. In an MS? experiment, the by product
ion was isolated, and then dissociated (Fig. 3a) and then the double
resonance ejection voltage was applied to ejected it (Fig. 3b). This
allowed for correction of any decrease in signal intensity observed
in the neighboring product ions that may have been caused by the
ejection of the b, product ion. When the resonance ejection was
performed at 3000 mV, the neighboring product ions were usually
not affected. The MS? control experiment, however, also provided
information about the potential dissociation pathways of the reso-
nantly ejected ions. For example, the MS3 spectrum shown in Fig. 3a
indicates that b4 dissociates to a4, the most abundant product ion
observed in this CID spectrum. Other product ions that are less
abundant in the spectrum include the m/z 380, m/z 323, m/z 295
and bs ion. The ions at m/z 323 are the result of a rearrangement in
which the C-terminal amino acid residue of the a4 ion (Fin this case)
is transferred to the N-terminus followed by the loss of the third
amino acid (G). The ions at m/z295 are a result of loss of CO from 323
and m/z 380 is [a4-NH3]* [36]. When these same peaks are exam-
ined in the experimental resonance ejection spectrum (Fig. 1b), the
a4 signal intensity is found to decrease most drastically when by
is ejected. The other ions that are observed in the MS? spectrum
(Fig. 3a) also decrease in Fig. 1b, though not to the same extent as
the a4 product ion.

When the bath gas temperature is elevated during CID experi-
ments performed in the QITMS, the YGGFL product ion distribution
changes (Table 1). As the temperature is increased from 30°C to
160°C the a4/b4 ratio increases. Previous studies have found that
the a4z/b, ion intensity ratio is a good indicator of the parent ion
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Fig. 3. YGGFL, 30°C. Second control experiment. (a) CID of the first-generation by
product ion (MS?). (b) Ejection of the by product ion after MS3.

([M+H]*) internal energy for YGGFL [37]. At higher temperatures,
the parent ion has more internal energy and a higher a4z /b4 ratio.
The current results agreed with the previous findings. Table 1 also
shows that the smaller b and a-type product ions increase in overall
spectral abundance from 30 °C to 100 °C but decrease at 160 °C. This
may be a direct result of the changing a4 /b4 ratio. At 160°C, there is
significantly more a4 product ion formed than b4 product ion. Pre-
vious studies have found that the a4 product ion tends to dissociate
to m/z 380, m/z 323, and m/z 295 [36]. Table 1 shows that as more
a, is formed, the m/z 380 and m/z 323 peak abundance increases.
Hence, the decrease in lower b and a-type product ions may result
from the fact that these pathways are less accessible as the a4 ion
relative abundance increases and favors the dissociation pathway
to the m/z 380, m/z 323, and m/z 295 product ions. The MS? spec-
trum for the a4 product ion (Fig. 4) also supports the dissociation
of a4 primarily to m/z 380, m/z 323, and m/z 295 product ions.
Table 1 provides preliminary support for the existence of differ-
ences in peptide dissociation pathways at different temperatures in
the quadrupole ion trap. At 100 °C, all of the lower mass-to-charge
product ions increase in abundance while at 160°C only the m/z
380, m/z 323, and m/z 295 product ions continue to increase in
abundance. It is unclear, however, from the data shown whether
the lower mass-to-charge product ions are changing in abundance
due to increased consecutive or competitive dissociation pathways.
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Fig. 4. YGGFL, 30°C. Second control experiment - CID of the a4 product ion (MS?).

To gain further insight into this matter, dissociation pathway
trees thatillustrate the observed dissociation pathways for the pep-
tide at each temperature were generated. Generally, only product
ions above a certain threshold intensity were analyzed (~50 abso-
lute intensity or greater on the data system scale). Scheme 1a shows
the dissociation pathway tree for YGGFL at 30 °C. At 30 °C, YGGFL is
able to dissociate to one of four first-generation production ions, by,
a4, m/z 380, or b3, Out of these four first-generation product ions,
b4 and a4 further dissociate into second-stage product ions. Of the
five second-stage product ions, only a4 dissociates into third-stage
product ions. Next to each arrow in the tree is a number that is
the abundance of that pathway. The abundance of each pathway
allows the origins of each product ion in the CID spectrum to be
determined. When YGGFL dissociates into first-generation product
ions, b4 forms 93% of the first-generation product ion spectrum. The
other product ions, a4, m/z 380, and bs, account for 4%, 0.8%, and
2.2% of the spectrum, respectively. However, the intensity of the
b4 ion observed in the MS/MS spectrum is not 93% because some
of the b, ions can subsequently dissociate to lower mass product
ions on the time-scale of the experiment. Instead of accounting
for 93% of the first-generation product ion spectrum by accounts
for only about 52% of the product ions observed, 43% of the by
product ions dissociate to the a4 product ion. Additionally, by dis-
sociates to the m/z 380 and b3 product ions, albeit in much smaller
proportions. The a4 product ions are able to consecutively disso-
ciate in a similar manner to the m/z 380, m/z 323, m/z 295, and
bz product ions. The rest of the product ions shown in Scheme 1
as coming directly from the protonated YGGFL ([M+H]*) may be
direct dissociation or could be from consecutive dissociation of
b4 that occurs faster than the by ion can be ejected in the dou-
ble resonance experiment. Previous experiments determined that
it is unlikely there is enough excess internal energy in the b4 prod-
uct ion to dissociate within the 50 s it takes to eject it [10]. If it
is assumed that these product ions come directly from the [M+H]*,
at 30°C, Scheme 1a shows that 2.2% of the total 5.4% b3 product
ion intensity in the MS/MS spectrum is formed directly from the
dissociation of YGGFL. The two-step consecutive dissociation path-
ways ([M+H]* — bg — bz and [M+H]* — a4 — b3)account for 1.0% of
the total b3 product ion, while the three-step consecutive dissocia-

Table 1
Relative abundances of the major YGGFL product ions at different temperatures.
Temperature (°C) Product ion
byg N m/z 380 m/z 323 m[z 295 bs by a
30 48.1 38.9 3.8 1.9 0.6 54 1.2 0.2
100 29.7 444 5.4 3.6 1.1 11.2 4.3 0.5
160 26.5 53.4 6.9 3.8 1.1 6.9 1.4 0.2
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Scheme 1. Dissociation pathway trees depicting the dissociation pathways of
YGGFL. Next to each arrow is a number displaying the abundance of that dissociation
pathway. (a) 30°C, (b) 100°C, and (c) 160°C.

tion pathway ([M+H]* — by — a4 — b3) accounts for the remaining
2.2% of the total by product ion composition. The b3 ion appears
to be a terminal ion. This is probably because most bs ions do not
undergo the usual loss of CO to form as like other b;, ions [38]; how-
ever, because the overall intensity is low, it is possible that there is
insufficient sensitivity to detect consecutive dissociation.

Scheme 1b and c shows the same dissociation pathway trees
for YGGFL at 100°C and 160 °C, respectively. These schemes show
that both consecutive and competitive dissociation pathways are
affected at elevated temperatures. Although the ions with lower
mass-to-charge ratios generally have higher relative abundances
at elevated temperatures, this does not necessarily always corre-
late with an increase in a dissociation pathway. Therefore, product
ion formation trees at different temperatures were also created
that traced the relative contribution of the dissociation pathways
to the formation of a given product ion. For example, the 2.2% of
the bs product ion formed directly from the parent ion at 30°C
accounts for 40.7% of the bz ion intensity in the MS/MS spec-
trum. This is obtained by dividing the 2.2 relative intensity of the
[M+H]* — b3 pathway, by the total b3 ion intensity of 5.4 (2.2 +0.7
from [M+H]*— by — b3+0.3 from [M+H]* —as— b3+2.2 from
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Scheme 2. Product ion formation pathway trees for YGGFL. Next to each arrow is
the relative abundance of that that pathway contributing to the formation of that
particular product ion. (a) 30°C, (b) 100°C, and (c) 160°C.

[M+H]* — bs — a4 — b3).Scheme 2a-c show the production forma-
tion pathways for YGGFL at 30°C, 100°C, and 160 °C, respectively.
These product ion formation pathway trees for YGGFL indicate that
the increased abundances of lower mass-to-charge product ions in
the elevated temperature spectra result from an increase of both
the consecutive dissociation and competitive dissociation path-
ways. For example, in Scheme 2, when the temperature is elevated
to 100°C, most of the b3 product ion is formed from the second-
and third-stage dissociation pathways (consecutive dissociation)
while much less of bs is formed from the first-generation compet-
itive dissociation pathway. However, the relative amount of the
b3 dissociation pathway increases with increasing temperature,
indicating that is becoming a more competitive pathway too. Con-
versely, when the temperature is further elevated to 160°C and
more of the bs product ion is formed from the competitive disso-
ciation of the parent ion its formation becomes less competitive in
the second- and third-stage dissociation.

It is not surprising that elevated temperatures result in
increased consecutive dissociation pathways. When the temper-
ature is elevated, parent ions initially have more internal energy
and thus can be activated to a higher total energy. Thus, assuming
statistical partitioning of the excess internal energy to the disso-
ciation products, the product ions will have more internal energy
and can subsequently undergo more consecutive dissociation. For
instance, when the temperature is raised to 100°C, the relative
abundance of the second- and third-stage b3 product ion formation
pathways increase as shown in Scheme 2. When the temperature
is further raised to 160 °C, the a5 competitive dissociation pathway
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Table 2
Relative abundances of the major FLLVPLG product ions at different temperatures.
Temperature (°C) Product ion
bs bs s m/z 428 bs m/z 329 m/z 315
30 6.1 70.2 13.7 1.1 6.0 1.9 1.0
100 6.3 66.5 15.2 14 5.6 3.5 14
160 6.9 54.0 17.9 33 103 5.5 2.2

of the [M+H]* pathway disappears and the entire a4 product ion is
formed from the consecutive dissociation of the b, ion. This further
supports the assumption that the first-generation a4 ions formed
at ambient and 100°C are formed by direct dissociation and not
consecutively from the b, before it can be ejected in the double
resonance experiment. If the b; — a4 pathway was a fast consec-
utive dissociation, that pathway should increase with increasing
internal energy.

The loss of the direct dissociation to a4 results in a relative
increase in the formation of m/z 323 and m/z 295 as third-stage
product ions, but their relative abundance in the MS/MS spectrum
is unchanged as this was the dominant pathway to begin with.
The relative abundance of third-stage m/z 380 product ions that
are formed also increases when the temperature is raised from
100°Cto 160°C. Although the a4 consecutive dissociation pathway
increases at 160 °C, the formation of b3 by consecutive dissociation
pathways decreases significantly, leading to an overall decreased
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Scheme 3. Dissociation pathway trees depicting the dissociation pathways of FLLV-
PLG. Next to each arrow is a number displaying the abundance of that dissociation
pathway. (a) 30°C, (b) 100°C, and (c) 160°C.

abundance of the bs ion at 160°C as illustrated in Table 1. At
this temperature the by, to a4 dissociation pathway becomes more
favored relative to the other second-stage product ions. Also, it has
been previously suggested that the rearrangement ions, m/z 323
and m/z 295, become more competitive with the bs product ion
when the experimental time frame is increased and this is observed
here [36]. In fact the one consistent trend in going to higher tem-
perature is the increase in rearrangement product ions.

As a comparison to YGGFL, a larger peptide, FLLVPLG was stud-
ied. YGGFL does not have any residues that are known to have a
significant affect on dissociation, but still there is one pathway that
over 90% of the product ions go through ([M+H]* — by). FLLVPLG
does have aresidue known to influence dissociation, proline [23,25]
and dissociation directed by the proline should give a b4 ion.

There are many similarities between the behavior of YGGFL
and FLLVPLG. Table 2 is a tabulation of the MS/MS spectra of
FLLVPLG at the three temperatures used in this study. The disso-
ciation pathway trees and product ion formation trees are shown
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Scheme 4. Product ion formation pathway trees for FLLVPLG. Next to each arrow
is the relative abundance of that that pathway contributing to the formation of that
particular product ion. (a) 30°C, (b) 100°C, and (c) 160°C.
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in Schemes 3 and 4. Like YGGFL, greater than 90% of the disso-
ciation of the [M+H]* goes through the b, pathway for FLLPVLG
(Scheme 3). Also like YGGFL, the predominant dissociation path-
way of by is the formation of a4. However, by — a4 pathway occurs
to a much smaller extent for FLLVPLG than YGGF, less than half as
probable at all temperatures studied. This may be due to the fact
that the neutral fragment is larger for the larger peptide and thus
more of the excess internal energy is partitioned into the neutral,
and thus less in the product ion, which reduces the consecutive
fragmentation.

Also analogous to YGGFL, an ion corresponding to as-17 (m/z
428) is formed directly from [M+H]*, as a second-stage product
through by, and a third-stage product through a4. There is also a cor-
responding rearrangement ion observed at m/z 315. Interestingly,
there is anion corresponding to as-17 (m/z 329), but no a3. As noted
before, b3 ions generally do not dissociate to a3, so it is not known if
m/z 329 is actually a3-17 or some kind of rearrangement ion. Again,
like YGGFL, the b3 ion appears to be a terminal ion. Another similar-
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ity between these two peptides is that the formation of a4 directly
from [M+H]* disappears at 160°C.

For FLLVPLG the abundance of the lower mass-to-charge prod-
uct ions increases with temperature. The bg product ion is also
observed for FLLVPLG. Because FLLVPLG has two more residues
than YGGFL, the bg ion might be considered analogous to the by
from YGGFL as both result from loss of the C-terminal residue.
However, double resonance experiments indicate that bg does not
consecutively dissociate after it is formed. This is most likely due to
constraints imposed by the proline in the fifth position of FLLVPLG.
The loss of a leucine from the bg product ion to form a bs product
ion is unfavorable because proline does not allow the oxazolone
structure to be formed [9]. Thus bg — bs is probably a high-energy
process. However, it is surprising that no ag ion is observed.

Overall the consecutive dissociation pathways in FLLVPLG
increase with temperature, as would be expected. However, there is
little change in the relative amount of the competitive dissociation
pathways.
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Table 3
Relative abundances of the major LLFGYPVYV product ions at different temperatures.
Temperature (°C) Product ion
bg dag y7 b7 az FGYPVY Ve bs GYPVY 2
30 33.1 1.5 3.7 16.5 1.1 0.4 3.9 3.5 0.7 35.3
100 245 22 2.7 16.8 14 0.5 2.8 3.9 1.0 441
160 38.8 2.7 7.1 16.8 1.0 13 35 20 0.7 26.4

To further compare different peptide dissociation pathways,
experiments were performed using the peptide, LLFGYPVYV. This
peptide also has a proline which directs the dissociation, but is dif-
ferent than FLLVPLG in that significant y ions are observed. Table 3
is a tabulation of the MS/MS spectra of LLFGYPVYV at the three
temperatures used in this study. The dissociation pathway trees
and product ion formation trees are shown in Schemes 5 and 6. As
can be seen in Schemes 5 and 6, there are many more competitive
dissociation pathways from the [M+H]* and limited consecutive
dissociation. The b-type product ions do not dissociate very readily
into lower b-type product ions. The b, product ions for this peptide
appear, instead, to readily lose water (presumably due to the
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presence of tyrosines) and to dissociate to their corresponding
ap product ions. This is also evidenced in the MS3 spectra (not
shown). For instance, the bg product ion mainly dissociates to the
bg-H>O0, ag, and ag-H, 0 product ions. Likewise the b; product ion
dissociates to the b7-H;0, a7, and a7-H;0 product ions. Again, as
with FLLVPLG, the proline probably prevents formation of the bg
ion. However, the proline residue can be skipped as evidenced by
the dissociation of the b; product ion to the bs product ion.

The y-type ions in LLFGYPVYV were also ejected so that their
dissociation pathways could be analyzed. Unlike the previously
documented dissociation of b-type ions to lower b and a-type ions,
the y-type product ions that were observed in the spectrum did
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not dissociate to lower y ions. Other groups have also observed this
trend [26]. The y; product ion was only able to dissociate to the
internal ion, FGYPVY. Likewise, the yg product ion was only able
to dissociate to the internal ion, GYPVY. The MS3 spectra for these
two product ions (not shown) did show the y, product ion with
reasonable intensity but this ion was not observed to be affected in
the experimental double resonance spectra. The y-type ions, there-
fore, may preferentially dissociate to internal ions by losing the
C-terminus amino acid instead of losing the N-terminus amino acid.
As there were no b ions observed to consecutively dissociate by loss
of the N-terminal residue(s) for any of the peptides, this suggests
that “internal ions” are mainly a result of consecutive dissociation
of y ions.

Competitive dissociation pathways are clearly more favored in
LLFGYPVYV than they are in FLLVPLG or YGGFL. Most of the prod-
uctions show little change in relative abundance with temperature.
The lack of change in relative abundance suggests that their rela-
tive rates of fragmentation do not change much as a function of
internal energy. However, the two most abundant product ions, bg
and y4, behave differently. While bg initially decreases in inten-
sity and then increases in going to the higher temperatures, y4
is just the opposite. This could be the result of a second dissoci-
ation mechanism for the bg ion that becomes competitive at higher
temperatures.

4. Conclusion

By performing double resonance experiments in the quadrupole
ion trap the major dissociation pathways for the three peptides
YGGFL, FLLVPLG, and LLFGYPVYV could be studied. For both FLLV-
PLG and YGGFL the vast majority of the product ions go through
the same initial dissociation path, [M+H]* — bs. The MS/MS spec-
tra result mainly from consecutive dissociations of N-terminal
product ions. Thus, as the ion internal energy is increased (by
increasing the bath gas temperature) consistent increases in the
lower mass-to-charge product ion abundances are observed. This
increase in lower mass-to-charge product ions is a result of the
product ions having more internal energy when they are formed
and therefore being more likely to dissociate to generate second-
and third-stage product ions. Many of the changes in the ion abun-
dances at different temperatures can therefore be attributed to the
increased consecutive dissociation pathways. YGGFL gained access
to more competitive dissociation pathways at elevated tempera-
tures whereas FLLVPLG did not.

LLFGYPVYV did not follow the same trends as the other
two peptides. It differed in that mainly C-terminal product ions
were formed and instead of consecutive dissociations, competitive
dissociation pathways were mainly responsible for the spectra gen-
erated. None of the first-generation product ions readily dissociated
to form highly abundant second-stage product ions. Thus, increas-
ing the ion internal energy had little affect on the MS/MS spectra.
The few consecutive dissociations that were observed suggested
that “internal ions” are the result of a y,, ion subsequently fragment-
ing at the C-terminus and not a b, ion subsequently fragmenting at
the N-terminus.

These results suggest that TA-CID in a QITMS will provide
more sequence informative ions for peptides that give N-terminal
containing product ions (e.g., b, ions) although rearrangement
reactions may become more prevalent. For peptides that fragment
to give C-terminal containing product ions (e.g., y, ions), TA-CID
may not provide a significant increase in information.
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